Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.011 Å; disorder in main residue; R factor = 0.057; wR factor = 0.128; data-to-parameter ratio = 13.8.
In the title complex, [Ag(C 18 H 15 P) 3 (ClO 4 )], the silver coordination environment is dominated by the distorted P 3 AgO tetrahedron in which Ag-O = 2.608 (12) Å and the Ag-P bond lengths are 2.5663 (17) 
Experimental
Crystal data [Ag(C 18 Refinement R[F 2 > 2(F 2 )] = 0.057 wR(F 2 ) = 0.128 S = 1.03 8339 reflections 605 parameters H-atom parameters constrained Á max = 0.85 e Å À3 Á min = À1.07 e Å À3 Table 1 Selected bond angles ( ).
P2-Ag1-P3 118.38 (6) P2-Ag1-P1 114.66 (5) P3-Ag1-P1
119.17 (6) P2-Ag1-O1 92.9 (4) P3-Ag1-O1 87.0 (4) P1-Ag1-O1 118.0 (4) Data collection: SMART (Bruker, 2007) ; cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x
0.34225 (9) 0.68176 (12) 0.00117 (8) 0.151 (9) 0.099 (7) 0.060 (5) 0.025 (6) 0.026 (5) 0.016 (5) C4 0.120 (7) 0.093 (6) 0.056 (5) 0.020 (5) 0.036 (5) 0.001 (5) C5 0.122 (8) 0.100 (7) 0.066 (5) 0.036 (5) 0.033 (5) −0.007 (5) C6 0.105 (7) 0.082 (6) 0.062 (5) 0.025 (5) 0.020 (5) 0.003 (4) C7 0.084 (6) 0.053 (5) 0.053 (4) 0.006 (4) 0.010 (4) −0.004 (4) C8 0.099 (7) 0.072 (6) 0.113 (7) −0.011 (5) −0.020 (6) 0.009 (5) C9 0.130 (9) 0.082 (8) 0.139 (9) −0.028 (6) 0.002 (7) −0.006 (6) C10 0.148 (10) 0.078 (7) 0.111 (8) −0.039 (7) 0.037 (7) 0.001 (6) C11 0.195 (12) 0.096 (8) 0.090 (7) −0.023 (7) 0.006 (7) 0.009 (6) (6) C24-C19-P2 124.3 (5) P2-Ag1-P1 114.66 (5) C20-C19-P2 116.7 (5) P3-Ag1-P1 119.17 (6) C21-C20-C19 120.2 (7) P2-Ag1-O1 92.9 (4) C21-C20-H20 119.9 P3-Ag1-O1 87.0 (4) C19-C20-H20 119.9 P1-Ag1-O1 118.0 (4) C22-C21-C20 119.8 (7) C7-P1-C1 102.0 (3) C22-C21-H21 120.1 C7-P1-C13 102.4 (3) C20-C21-H21 120.1 C1-P1-C13 104.4 (3) C23-C22-C21 121.5 (8) C7-P1-Ag1 114.7 (2) C23-C22-H22 119.2 C1-P1-Ag1 115.9 (2) C21-C22-H22 119.2 C13-P1-Ag1 115.6 (2) C22-C23-C24 120.2 (8) C19-P2-C31 106.2 (3) C22-C23-H23 119.9 C19-P2-C25 102.8 (3) C24-C23-H23 119.9 C31-P2-C25 101.0 (3) C19-C24-C23 119.4 (7) C19-P2-Ag1 107.2 (2) C19-C24-H24 120.3 C31-P2-Ag1 118.4 (2) C23-C24-H24 120.3 C25-P2-Ag1 119.49 (19) C30-C25-C26 118.2 (6) C43-P3-C49 107.0 (3) C30-C25-P2 124.9 (5) C43-P3-C37 102.4 (3) C26-C25-P2 116.9 (5) C49-P3-C37 101.8 (3) C27-C26-C25 120.7 (6) C43-P3-Ag1 104.3 (2) C27-C26-H26 119.6 C49-P3-Ag1 115.9 (2) C25-C26-H26 119.6 C37-P3-Ag1 123.8 (2) C28-C27-C26 120.4 (7) O2-Cl1-O4' 79.4 (12) C28-C27-H27 119.8 O2-Cl1-O3' 79.0 (9) C26-C27-H27 119.8 O4'-Cl1-O3' 113.9 (16) C29-C28-C27 119.5 (7) 
